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3 <110> APPLICANT: NAKATSURA, Tetsuya 

4 NISHIMURA, Yasuharu 

6 <120> TITLE OF INVENTION: CANCER ANTIGEN AND USE THEREOF 
8 <130> FILE REFERENCE: P26795 

10 <140> CURRENT APPLICATION NUMBER: US 10/525,831 

11 <141> CURRENT FILING DATE: 2005-02-25 

13' <150> PRIOR APPLICATION NUMBER: National Stage of PCT/ JP2 003/011049 
14 <151> PRIOR FILING DATE: 2003-08-29 

16 <150> PRIOR APPLICATION NUMBER: JP2 002/255668 

17 <151> PRIOR FILING DATE: 2002-08-30 

19 <150> PRIOR APPLICATION NUMBER: JP2002/34 1168 

20 <151> PRIOR FILING DATE: 2002-11-25 
22 <160> NUMBER OF SEQ ID NOS : 23 

24 <170> SOFTWARE: Patent In version 3.3 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 858 
2 8 <212> TYPE: PRT 

2 9 <213> ORGANISM: Homo sapiens 
31 <400> SEQUENCE: 1 



33 


Met Ser 


Val 


Val 


Gly 


Leu 


Asp 


Val Gly 


Ser 


Gin 


Ser 


Cys 


Tyr 


He 


Ala 


34 


1 






5 








10 










15 




37 


Val Ala 


Arg Ala 


Gly 


Gly 


He 


Glu Thr 


He 


Ala 


Asn 


Glu 


Phe 


Ser 


Asp 


38 






20 








25 










30 






41 


Arg Cys 


Thr 


Pro 


Ser 


Val 


He 


Ser Phe 


Gly 


Ser 


Lys 


Asn 


Arg 


Thr 


He 


42 




35 










40 








45 








45 


Gly Val 


Ala 


Ala 


Lys 


Asn 


Gin 


Gin He 


Thr 


His 


Ala 


Asn 


Asn 


Thr 


Val 


46 


50 










55 








60 










49 


Ser Asn 


Phe 


Lys 


Arg 


Phe 


His 


Gly Arg 


Ala 


Phe 


Asn 


Asp 


Pro 


Phe 


He 


50 


65 








70 








75 










80 


53 


Gin Lys 


Glu Lys 


Glu 


Asn 


Leu 


Ser Tyr 


Asp 


Leu 


Val 


Pro 


Leu 


Lys 


Asn 


54 








85 








90 










95 




57 


Gly Gly 


Val 


Gly 


He 


Lys 


Val 


Met Tyr 


Met 


Gly 


Glu 


Glu 


His 


Leu 


Phe 


58 






100 








105 










110 






61 


Ser Val 


Glu 


Gin 


He 


Thr 


Ala 


Met Leu 


Leu 


Thr 


Lys 


Leu 


Lys 


Glu 


Thr 


62 




115 










120 








125 








65 


Ala Glu 


Asn 


Ser 


Leu 


Lys 


Lys 


Pro Val 


Thr 


Asp 


Cys 


Val 


He 


Ser 


Val 


66 


130 










135 








140 










69 


Pro Ser 


Phe 


Phe 


Thr 


Asp 


Ala 


Glu Arg 


Arg 


Ser 


Val 


Leu 


Asp 


Ala 


Ala 


70 


145 








150 








155 










160 


73 


Gin He 


Val 


Gly 


Leu 


Asn 


Cys 


Leu Arg 


Leu 


Met 


Asn 


Asp 


Met 


Thr 


Ala 


74 








165 








170 










175 




77 


Val Ala 


Leu 


Asn 


Tyr 


Gly 


He 


Tyr Lys 


Gin 


Asp 


Leu 


Pro 


Ser 


Leu 


Asp 


78 






180 








185 










190 
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81 Glu Lys Pro Arg He Val Val Phe Val Asp Met Gly His Ser Ala Phe 

82 195 200 205 

85 Gin Val Ser Ala Cys Ala Phe Asn Lys Gly Lys Leu Lys Val Leu Gly 

86 210 215 220 

89 Thr Ala Phe Asp Pro Phe Leu Gly Gly Lys Asn Phe Asp Glu Lys Leu 

90 225 230 235 240 

93 Val Glu His Phe Cys Ala Glu Phe Lys Thr Lys Tyr Lys Leu Asp Ala 

94 245 250 255 

97 Lys Ser Lys He Arg Ala Leu Leu Arg Leu Tyr Gin Glu Cys Glu Lys 

98 260 265 270 



101 


Leu 


Lys 


Lys 


Leu 


Met 


Ser 


Ser 


Asn 


Ser 


Thr 


Asp 


Leu 


Pro 


Leu 


Asn 


He 


102 






275 










280 










285 








105 


Glu 


Cys 


Phe 


Met 


Asn 


Asp 


Lys 


Asp 


Val 


Ser 


Gly 


Lys 


Met 


Asn 


Arg 


Ser 


106 




290 










295 










300 










109 


Gin 


Phe 


Glu 


Glu 


Leu 


Cys 


Ala 


Glu 


Leu 


Leu 


Gin 


Lys 


He 


Glu 


Val 


Pro 


110 


305 










310 










315 










320 


113 


Leu 


Tyr 


Ser 


Leu 


Leu 


Glu 


Gin 


Thr 


His 


Leu 


Lys 


Val 


Glu 


Asp 


Val 


Ser 


114 










325 










330 










335 




117 


Ala 


Val 


Glu 


He 


Val 


Gly 


Gly 


Ala 


Thr 


Arg 


He 


Pro 


Ala 


Val 


Lys 


Glu 


118 








340 










345 










350 






121 


Arg 


He 


Ala 


Lys 


Phe 


Phe 


Gly 


Lys 


Asp 


He 


Ser 


Thr 


Thr 


Leu 


Asn 


Ala 


122 






355 










360 










365 








125 


Asp 


Glu 


Ala 


Val 


Ala 


Arg 


Gly 


Cys 


Ala 


Leu 


Gin 


Cys 


Ala 


He 


Leu 


Ser 


126 




370 










375 










380 










129 


Pro 


Ala 


Phe 


Lys 


Val 


Arg 


Glu 


Phe 


Ser 


Val 


Thr 


Asp 


Ala 


Val 


Pro 


Phe 


130 


385 










390 










395 










400 


133 


Pro 


He 


Ser 


Leu 


He 


Trp 


Asn 


His 


Asp 


Ser 


Glu 


Asp 


Thr 


Glu 


Gly 


Val 


134 










405 










410 










415 




137 


His 


Glu 


Val 


Phe 


Ser 


Arg 


Asn 


His 


Ala 


Ala 


Pro 


Phe 


Ser 


Lys 


Val 


Leu 


138 








420 










425 










430 






141 


Thr 


Phe 


Leu 


Arg 


Arg 


Gly 


Pro 


Phe 


Glu 


Leu 


Glu 


Ala 


Phe 


Tyr 


Ser 


Asp 


142 






435 










440 










445 








145 


Pro 


Gin 


Gly 


Val 


Pro 


Tyr 


Pro 


Glu 


Ala 


Lys 


He 


Gly 


Arg 


Phe 


Val 


Val 


146 




450 










455 










460 










149 


Gin 


Asn 


Val 


Ser 


Ala 


Gin 


Lys 


Asp 


Gly 


Glu 


Lys 


Ser 


Arg 


Val 


Lys 


Val 


150 


465 










470 










475 










480 


153 


Lys 


Val 


Arg 


Val 


Asn 


Thr 


His 


Gly 


He 


Phe 


Thr 


He 


Ser 


Thr 


Ala 


Ser 


154 










485 










490 










495 




157 


Met 


Val 


Glu 


Lys 


Val 


Pro 


Thr 


Glu 


Glu 


Asn 


Glu 


Met 


Ser 


Ser 


Glu 


Ala 


158 








500 










505 










510 






161 


Asp 


Met 


Glu 


Cys 


Leu 


Asn 


Gin 


Arg 


Pro 


Pro 


Glu 


Asn 


Pro 


Asp 


Thr 


Asp 


162 






515 










520 










525 








165 


Lys 


Asn 


Val 


Gin 


Gin 


Asp 


Asn 


Ser 


Glu 


Ala 


Gly 


Thr 


Gin 


Pro 


Gin 


Val 


166 




530 










535 










540 










169 


Gin 


Thr 


Asp 


Ala 


Gin 


Gin 


Thr 


Ser 


Gin 


Ser 


Pro 


Pro 


Ser 


Pro 


Glu 


Leu 


170 


545 










550 










555 










560 


173 


Thr 


Ser 


Glu 


Glu 


Asn 


Lys 


He 


Pro 


Asp 


Ala 


Asp 


Lys 


Ala 


Asn 


Glu 


Lys 


174 










565 










570 










575 




177 


Lys 


Val 


Asp 


Gin 


Pro 


Pro 


Glu 


Ala 


Lys 


Lys 


Pro 


Lys 


He 


Lys 


Val 


Val 
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178 








580 










585 










590 








181 


Asn 


Val 


Glu 


Leu 


Pro 


He 


Glu 


Ala 


Asn 


Leu 


Val 


Trp 


Gin 


Leu 


Gly 


Lys 




182 






595 










600 










605 










185 


Asp 


Leu 


Leu 


Asn 


Met 


Tyr 


He 


Glu 


Thr 


Glu 


Gly 


Lys 


Met 


He 


Met 


Gin 




186 




610 










615 










620 












189 


Asp 


Lys 


Leu 


Glu 


Lys 


Glu 


Arg 


Asn 


Asp 


Ala 


Lys 


Asn 


Ala 


Val 


Glu 


Glu 




190 


625 










630 










635 










640 




193 


Tyr 


Val 


Tyr 


Glu 


Phe 


Arg 


Asp 


Lys 


Leu 


Cys 


Gly 


Pro 


Tyr 


Glu 


Lys 


Phe 




194 










645 










650 










655 






197 


He 


Cys 


Glu 


Gin 


Asp 


His 


Gin 


Asn 


Phe 


Leu 


Arg 


Leu 


Leu 


Thr 


Glu 


Thr 




198 








660 










665 










670 








201 


Glu 


Asp 


Trp 


Leu 


Tyr 


Glu 


Glu 


Gly 


Glu 


Asp 


Gin 


Ala 


Lys 


Gin 


Ala 


Tyr 




202 






675 










680 










685 










205 


Val 


Asp 


Lys 


Leu 


Glu 


Glu 


Leu 


Met 


Lys 


He 


Gly 


Thr 


Pro 


Val 


Lys 


Val 




206 




690 










695 










700 












209 


Arg 


Phe 


Gin 


Glu 


Ala 


Glu 


Glu 


Arg 


Pro 


Lys 


Met 


Phe 


Glu 


Glu 


Leu 


Gly 




210 


705 










710 










715 










720 




213 


Gin 


Arg 


Leu 


Gin 


His 


Tyr 


Ala 


Lys 


He 


Ala 


Ala 


Asp 


Phe 


Arg 


Asn 


Lys 




214 










725 










730 










735 






217 


Asp 


Glu 


Lys 


Tyr 


Asn 


His 


He 


Asp 


Glu 


Ser 


Glu 


Met 


Lys 


Lys 


Val 


Glu 




218 








740 










745 










750 








221 


Lys 


Ser 


Val 


Asn 


Glu 


Val 


Met 


Glu 


Trp 


Met 


Asn 


Asn 


Val 


Met 


Asn 


Ala 




222 






755 










760 










765 










225 


Gin 


Ala 


Lys 


Lys 


Ser 


Leu 


Asp 


Gin 


Asp 


Pro 


Val 


Val 


Arg 


Ala 


Gin 


Glu 




226 




770 










775 










780 












229 


He 


Lys 


Thr 


Lys 


He 


Lys 


Glu 


Leu 


Asn 


Asn 


Thr 


Cys 


Glu 


Pro 


Val 


Val 




230 


785 










790 










795 










800 




233 


Thr 


Gin 


Pro 


Lys 


Pro 


Lys 


He 


Glu 


Ser 


Pro 


Lys 


Leu 


Glu 


Arg 


Thr 


Pro 




234 










805 










810 










815 






237 


Asn 


Gly 


Pro 


Asn 


He 


Asp 


Lys 


Lys 


Glu 


Glu 


Asp 


Leu 


Glu 


Asp 


Lys 


Asn 




238 








820 










825 










830 








241 


Asn 


Phe 


Gly 


Ala 


Glu 


Pro 


Pro 


His 


Gin 


Asn 


Gly 


Glu 


Cys 


Tyr 


Pro 


Asn 




242 






835 










840 










845 










245 


Glu 


Lys 


Asn 


Ser 


Val 


Asn 


Met 


Asp 


Leu 


Asp 
















246 




850 










855 






















249 


<210> SEQ ID NO: 


2 


























250 


<211> LENGTH: 3611 


























251 


<212> TYPE: 


DNA 




























252 


<213> ORGANISM: 


Homo sapiens 




















254 


<400> SEQUENCE: 


2 


























255 


gaggaagtgg gacctcccct tttgggtcgg 


tagttcagcg 


ccggcgccgg tgtgcgagcc 


60 


257 


gcggcagagt gaggcaggca acccgaggtg 


cggagcgacc 


tgcggaggct gagccccgct 


120 


259 


ttctcccagg gtttcttatc agccagccgc 


cgctgtcccc 


gggggagtag gaggctcctg 


180 


261 


acaggccgcg gctgtctgtg tgtccttctg 


agtgtcagag 


gaacggccag accccgcggg 


240 


263 


ccggagcaga acgcggccag ggcagaaagc 


ggcggcagga 


gaagcaggca gggggccgga 


300 


265 


ggacgcagac cgagacccga ggcggaggcg 


gaccgcgagc 


cggccatgtc ggtggtgggg 


360 


267 


ttggacgtgg gctcgcagag ctgctacatc 


gcggtagccc 


gggccggggg catcgagacc 


420 


269 


atcgccaatg agttcagcga ccggtgcacc 


ccgtcagtca 


tatcatttgg atcaaaaaat 


480 


271 


agaacaatcg gagttgcagc caaaaatcag 


caaatcactc 


atgcaaacaa tacggtgtct 


540 
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273 aacttcaaaa gatttcatgg ccgagcattc aacgacccct tcattcaaaa ggagaaggaa 600 

275 aacttgagtt acgatttggt tccattgaaa aatggtggag ttggaataaa ggtaatgtac 660 

277 atgggtgaag aacatctatt tagtgtggag cagataacag ccatgttgtt gactaagctg 720 

279 aaggaaactg ctgaaaacag cctcaagaaa ccagtaacag attgtgttat ttcagtcccc 780 

281 tccttcttta cagatgctga gaggcgatct gtgttagatg ctgcacagat tgttggccta 840 

283 aactgtttaa gacttatgaa tgacatgaca gctgttgctt tgaattacgg aatttataag 900 

285 caggatctcc caagcctgga tgagaaacct cggatagtgg tttttgttga tatgggacat 960 

287 tcagcttttc aagtgtctgc ttgtgctttt aacaagggaa aattgaaggt actgggaaca 1020 

289 gcttttgatc ctttcttagg aggaaaaaac ttcgatgaaa agttagtgga acatttctgt 1080 

291 gcagaattta aaactaagta caagttggat gcaaaatcca aaatacgagc actcctacgt 1140 

293 ctgtatcagg aatgtgaaaa actgaaaaag ctaatgagct ctaacagcac agaccttcca 1200 

295 ctgaatatcg aatgctttat gaatgataaa gatgtttccg gaaagatgaa caggtcacaa 1260 

2 97 tttgaagaac tctgtgctga acttctgcaa aagatagaag taccccttta ttcactgttg 132 0 

299 gaacaaactc atctcaaagt agaagatgtg agtgcagttg agattgttgg aggcgctaca 1380 

301 cgaattccag ctgtgaagga aagaattgcc aaattctttg gaaaagatat tagcacaaca 1440 

303 ctcaatgcag atgaagcagt agccagagga tgtgcattac agtgtgcaat actttccccg 1500 

305 gcatttaaag ttagagaatt ttccgtcaca gatgcagttc cttttccaat atctctgatc 1560 

307 tggaaccatg attcagaaga tactgaaggt gttcatgaag tctttagtcg aaaccatgct 1620 

309 gctcctttct ccaaagttct cacctttctg agaagggggc cttttgagct agaagctttc 1680 

311 tattctgatc cccaaggagt tccatatcca gaagcaaaaa taggccgctt tgtagttcag 1740 

313 aatgtttctg cacagaaaga tggagaaaaa tctagagtaa aagtcaaagt gcgagtcaac 1800 

315 acccatggca ttttcaccat ctctacggca tctatggtgg agaaagtccc aactgaggag 1860 

317 aatgaaatgt cttctgaagc tgacatggag tgtctgaatc agagaccacc agaaaaccca 1920 

319 gacactgata aaaatgtcca gcaagacaac agtgaagctg gaacacagcc ccaggtacaa 1980 

321 actgatgctc aacaaacctc acagtctccc ccttcacctg aacttacctc agaagaaaac 2040 

323 aaaatcccag atgctgacaa agcaaatgaa aaaaaagttg accagcctcc agaagctaaa 2100 

325 aagcccaaaa taaaggtggt gaatgttgag ctgcctattg aagccaactt ggtctggcag 2160 

327 ttagggaaag accttcttaa catgtatatt gagacagagg gtaagatgat aatgcaagat 2220 

329 aaattggaaa aagaaaggaa tgatgctaaa aatgcagttg aggaatatgt gtatgagttc 2280 

331 agagacaagc tgtgtggacc atatgaaaaa tttatatgtg agcaggatca tcaaaatttt 2340 

333 ttgagactcc tcacagaaac tgaagactgg ctgtatgaag aaggagagga ccaagctaaa 2400 

335 caagcatatg ttgacaagtt ggaagaatta atgaaaattg gcactccagt taaagttcgg 2460 

337 tttcaggaag ctgaagaacg gccaaaaatg tttgaagaac' taggacagag gctgcagcat 2520 

339 tatgccaaga tagcagctga cttcagaaat aaggatgaga aatacaacca tattgatgag 2580 

341 tctgaaatga aaaaagtgga gaagtctgtt aatgaagtga tggaatggat gaataatgtc 2640 

343 atgaatgctc aggctaaaaa gagtcttgat caggatccag ttgtacgtgc tcaggaaatt 2700 

345 aaaacaaaaa tcaaggaatt gaacaacaca tgtgaacccg ttgtaacaca accgaaacca 2760 

347 aaaattgaat cacccaaact ggaaagaact ccaaatggcc caaatattga taaaaaggaa 2820 

349 gaagatttag aagacaaaaa caattttggt gctgaacctc cacatcagaa tggtgaatgt 2880 

351 taccctaatg agaaaaattc tgttaatatg gacttggact agataacctt aaattggcct 2940 

353 attccttcaa ttaataaaat atttttgcca tagtatgtga ctctacataa catactgaaa 3000 

355 ctatttatat tttctttttt aaggatattt agaaattttg tgtattatat ggaaaaagaa 3060 

357 aaaaagctta agtctgtagt ctttatgatc ctaaaaggga aaattgcctt ggtaactttc 3120 

359 agattcctgt ggaattgtga attcatacta agctttctgt gcagtctcac catttgcatc 3180 

361 actgaggatg aaactgactt ttgtcttttg gagaaaaaaa actgtactgt tgttcaagag 3240 

363 ggctgtgatt aaaatcttta agcatttgtt cctgccaagg tagttttctt gcattttgct 3300 

365 ctccattcag catgtgtgtg ggtgtggatg tttataaaca agactaagtc tgacttcata 3360 

367 agggctttct aaaaccattt ctgtccaaga gaaaatgact ttttgctttg atattaaaaa 3420 

369 ttcaatgagt aaaacaaaag ctagtcaaat gtgttagcag catgcagaac aaaaacttta 3480 
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371 aactttctct ctcactatac agtatattgt caatgtgaaa gtgtggaatg gaagaaatgt 3540 
373 cgatcctgtt gtaactgatt gtgaacactt ttatgagctt taaaataaag ttcatcttat 3600 



378 <210> SEQ ID NO: 3 

379 <211> LENGTH: 9 

380 <212> TYPE: PRT 

381 <213> ORGANISM: Artificial Sequence 

383 <220> FEATURE: 

384 <223> OTHER INFORMATION: immune -stimulating peptide 
386 <400> SEQUENCE: 3 

388 Asn Tyr Gly lie Tyr Lys Gin Asp Leu 

389 1 5 

392 <210> SEQ ID NO: 4 

393 <211> LENGTH: 10 

394 <212> TYPE: PRT 

395 <213> ORGANISM: Artificial Sequence 

397 <220> FEATURE: 

398 <223> OTHER INFORMATION: immune- stimulating peptide 
400 <400> SEQUENCE: 4 

402 Ala Phe Asn Lys Gly Lys Leu Lys Val Leu 

403 15 10 

406 <210> SEQ ID NO: 5 

407 <211> LENGTH: 10 

408 <212> TYPE: PRT 

409 <213> ORGANISM: Artificial Sequence 

411 <220> FEATURE: 

412 <223> OTHER INFORMATION: immune -stimulating peptide 
414 <400> SEQUENCE: 5 

416 Lys Tyr Lys Leu Asp Ala Lys Ser Lys lie 

417 1 5 10 

420 <210> SEQ ID NO: 6 

421 <211> LENGTH: 9 

422 <212> TYPE: PRT 

423 <213> ORGANISM: Artificial Sequence 

425 <220> FEATURE: 

426 <223> OTHER INFORMATION: immune- st imulating peptide 
428 <400> SEQUENCE: 6 

430 Gin Phe Glu Glu Leu Cys Ala Glu Leu 

431 1 5 

434 <210> SEQ ID NO: 7 

435 <211> LENGTH: 10 

436 <212> TYPE: PRT 

437 <213> ORGANISM: Artificial Sequence 

439 <220> FEATURE: 

440 <223> OTHER INFORMATION: immune-st imulating peptide 
442 <400> SEQUENCE: 7 

444 Met Tyr He Glu Thr Glu Gly Lys Met He 

445 15 10 
448 <210> SEQ ID NO: 8 



375 ggtgtcattt t 



3611 
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